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5] Report  Report 1: Composition for Model 1 (AB,C), Model 2 (ABC).. v | [ X EL=e
Composition for Model 1 (A,B,C), Model 2 (A,B,C), Model 3 (A,B,C), Model 4 (A,B,C), Model 5 (A,B,C)
Residue 1-Letter Number % Weight % Frequency | A
Nonpolar AGILMPV 705 313 373
Polar CNQST 590 29.0 312
Aromatic Fwy 225 164 119
Acidic DE 170 9.8 9.0
Basic HKR 200 134 106
ALA A 120 44 6.3
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v Model Overview
Model a| Energy Cluster size Ligand conta)
M1 -26.73 |6 232
M2 2229 3 224
M3 -21.98 |5 308
M 4 -19.84 |5 208
M5 -18.66 | 3 233
M6 -16.50 |1 223
M 7 -16.45 |1 221
M 8 -15.56 |1 229
M9 -15.01 |4 277
M 10 -14.62 |1 163
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